
Figure S1!

STAT1  MSQWFELQQLDSKFLEQVHQLYDDSFPMEIRQYLAQWLEKQDWEHAAYDVS----FATIR  56 
STAT3  MAQWNQLQQLDTRYLKQLHQLYSDTFPMELRQFLAPWIESQDWAYAASKES----HATIV  56 
STAT4  MSQWNQVQQLEIKFLEQVDQFYDDNFPMEIRHLLAQWIETQDWEVASNNET----MATIL  56 
STAT5A MAGWIQAQQLQGDALRQMQVLYGQHFPIEVRHYLAQWIESQPWDAIDLDNPQDRGQATQL  60 

STAT6  MSLWGLVSKMPP---EKVQRLYVD-FPQHLRHLLGDWLESQPWEFLVGSDAFCCNLASAL  56 
STAT5B MAMWIQAQQLQGDALHQMQALYGQHFPIEVRHYLSQWIESQAWDSIDLDNPQENIKATQL  60 

STAT1  ENAQRFNQ------  124 
STAT3  QTAATAAQ------  124 
STAT4  AAANMPIQ------  124 
STAT5A REAN----------  124 
STAT5B REAN----------  124 
STAT6  MEQFRHLPMPFHWK  124 

STAT1  FHDLLSQLDDQYSRFSLENNFLLQHNIRKSKRNLQDNFQEDPVQMSMIIYNCLKEERKIL  116 
STAT3  FHNLLGEIDQQYSRFLQESNVLYQHNLRRIKQFLQSRYLEKPMEIARIVARCLWEESRLL  116 
STAT4  LQNLLIQLDEQLGRVSKEKNLLLIHNLKRIRKVLQGKFHGNPMHVAVVISNCLREERRIL  116 
STAT5A LEGLVQELQKKAEHQVGEDGFLLKIKLGHYATQLQNTYDRCPMELVRCIRHILYNEQRLV  120 

STAT6  LSDTVQHLQASVGEQ-GEGSTILQH-----ISTLESIYQRDPLKLVATFRQILQGEKKAV  110 
STAT5B LEGLVQELQKKAEHQVGEDGFLLKIKLGHYATQLQSTYDRCPMELVRCIRHILYNEQRLV  120 

A!

IL-2RαGAScn: CGTTTCTTCTAGGAAGTACCAAACATTTCTGATAATAGA  

β-Casein: AGATTTCTAGGAATTC 
B!
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Figure S3!
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Figure S6!
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